

H 


^£> 
H 




3 


s 

H 


(N 
0^ 
H 


H 


CM 


s 

CN 


CN 


3 


H 


CN 


CN 


CN 
CN 


CN 


CN 


CN 


5 

CN 


lir 


H 
H 




co 

rH 














{Q 












CN 


H 
ro 




CN 
ro 




si 






































ii 


CN 






co 
i> 
cn 


CN 

co 


s 




i 


co 


CN 

o 




O 

ro 


ro 


ro 


ro 


ro 


ro 


ro 




11.- 


CO 




o 

rH 




cn 

H 


ro 
H 




ID 

rH 




r- 




H 








ro 




LD 




! 


S 






































II 


H 


H 


ts 


0^ 
H 


? 
rH 




H 


s 

H 


s 

rH 


ro 
cn 

H 


H 


H 

O 
CN 


s 

CN 


rH 


CN 
rH 


rH 


5 






ft 










H 


H 




rH 


LT) 
rH 




r- 


CO 
rH 


cn 

rH 


o 


H 

rH 


CN 
H 


ro 

rH 




rH 


I 


S 


























< 












II 








s 


1— 1 


H 


S 


H 


rH 


s 

rH 


ro 






CN 


CN 


CN 


a 


a 




allelic 
designat 




in 






CO 




ro 


O 
H 






ro 
L0 






r- 

if) 


0^ 
LT) 


rH 




m 




i 


1 




















H 

s 



















c 







s 


CN 


S 


a 


S 


CN 


o 


CN 


(N 


ro 


CN 


(N 


CN 


CN 




s 






















s 


















X 


















AMELO 1 


















a 


H 


CO 
H 


s 










H 


H 




H 


° 




























m 




H 

CN 






H 

a 


LD 


ON 




s 


r- 




r- 


in 
r- 






r- 

cc 























-5 




HUMVWAF31/A sequence 

TCTA TCTG TCTA (TCTG) 4 (TCTA); <T. "2 



12 TCTA CTCTG) 4 (TCTA), 

13 (TCTA), (TCTG) 4 (TCTA>3 TCCA (TCTA); (TCCA)* T 

(Note also that the 13 allele has a typical 3' flanking sequence (highlighted). The usual 
sequence is TCCA TCTA T.) 



13.3 (TCAT)^ CAT (TCAT}? TCGT TCAT ' 1 ^ 



D8S1179 sequences 



1 (TCTA),; 
|C| (TCTA) 2 TCTG (TCTA) 



miMFIBRAfFGA') Repeat Sequences 

1 6. 1 (TTTQs TTTT TTCT (CTTT) 5 T (CTTT) S CTCC (TTCC)o. 
27 (TTTC^ TTTT TTCT (CTTT>s CCTT (CTTT) 5 CTCC (TTCC)z. 
30 (TTTC)s TTTT TTCT (CTTT> CCTT (CTTT) 5 CTCC (TTCC>i. 

31.2 (TTTC)* TTTT TT (CTTT> 5 (CTTC) S (CTTT) 3 CTCC CTTCC) 4 . 

32.2 (~mC)4 TTTT TT (CTTT)i6 (CTTQj (CTTTb CTCC (TTCQ4 

33.2 (TTTC)4 TTTT TT (CTTT)i 7 (CTTC)3 (CTTTk CTCC (TTCC%. 

42. 2 (TTTC)* TTTT TT (CTTT> (CTGT) 4 (CTTT)ij (CTTQ4 (OTTOs CTCC 
(TTCC)^ 

43.2 crtTC)4 TTTTTT (CTTT> (CTGT) 5 (CTiT>j (CTTC) 4 (GTTDs CTCC 
(TTCC) 4 

44.2 CTTTC)4 TTTT TT (CTTT)u (CTGT), (CTTTK (CTTQs (CTTTh CTCC 
(TTCC)4 

45.2 (TTTQ 4 TTTTTT (CITTV (CTGT) S (CTTT)i 3 (CTTC) 4 (CTTTk CTCC 
• (TTCC) 4 

47.2 (TTTC) 4 TTTT TT (CTTTV (CTGT) S (CTTT>4 (CTTO3 (CTTT^ CTCC 
(TTCC) 4 

48.2 cnrC) 4 TITTTT(CTTT)m (CTGT^ (CTTI>4 (CTTC) 4 (CTTTh CTCC 
(TTCC) 4 



D21S11 alleles 

53 fTCTA) 4 (TCTG)6 (TCTA^ TA (TCTA>5 TCA (TCTA)j TCCATA (TCTA) 
6 TCGTCT 

54 (TCTA) 5 CTCTG)6 (TCTA^ TCA (TCTA) 2 TCCATA (TCTA),? TCGTCT 

56 (TCTA)s (TCTG)6 (TCTA); TCA (TCTA)-. TCCATA CTCTA).o TCGTCT 

57 (TCTA) 4 (TCTG)6 (TCTA)j TA (TCTA) 5 TCA (TCTAh TCCATA 
CrCTA)8 TCGTCT 

59 ^^ CTCTA) 5 CTCTG} 5 (TCTA); TA (TCTA^ TCA (TCTA)i TCCATA (TCTA) 
9 1CGTCT 

wVcGTCT^* (TCTG)6 (TCrA >3 TA (TCTA^ TCA (TCTA> TCCATA (TCTA) 
u 3 TCGTCT rA)4 (TCTG)6 t 707 ^ TA CTCTA); TCA (TCTA) 2 TCCATA (TCTA) 

65 (TCTA)* (TCTG) 3 (TCTA)3 TA (TCTA)3 TCA (TCTA)* TCCATA (TCTA) 
u TCGTCT 

67 (TCTA) 5 (TCTG)6 (TCTA^ TA (TCTA^ TCA (TCTA)i TCCATA 
(TCTA)u TCGTCT 

68 CTCTA) S CTCTG)6 (TCTA^ TA (TCTA^ TCA (TCTA)z TCCATA 
CTCTA)u TA TCTA TCGTCT. 

70 (TCTA) 5 CTCTG)6 (TCTA)j TA (TCTA); TCA (TCTA)* TCCATA 
(TCTA)n TA TCTA TCGTCT 

72 (TCTA) 5 (TCTG)i (TCTA^ TA (TCTAh TCA (TCTA)* TCCATA (TCTA> 3 
TATCTA TCGTCT 

74 CTCTA) 5 CTCTG)6 (TCTAh TA OCTA^ TCA (TCTA)z TCCATA (TCTAK 
TATCTA TCGTCT 

75 (TCTAJxo (TCTG) 5 CTCTA^ TA (TCTA)3 TCA (TCTA> TCCATA (TCTAU 
TCGTCT 

77 (TCTA) u CrCTG) 5 fTCTA^ TA (TCTA) 5 TCA (TCTA)?. TCCATA (TCTA)^ 
TCGTCT 

79 (TCTA)u CTCTG) 5 (TCTA^ TA (TCTA^ TCA (TCTA)* TCCATA (TCTA): 3 
TCGTCT 

81 (TCTAX 3 (TCTG) 5 (TCTA^ TA (TCTA) 3 TCA (TCTA)* TCCATA (TCTA)w 
TCGTCT 



D18S51 sequence? 



8 (AGAA)e 



